CPh   FMTLVLQQALKEAYLTPQEIDLVAVTQGPGLVGSLLVGINAANVFAYTYKKPLIGVNHLLGHIYSAQIEHEI-K 126

AY1   FMTLVLQQALKEANLTPQEIDLVAVTQGPGLVGSLLVGINAANVFAYTYQKPLIGVNHLLGHIYSAQIEHEI-N

MBS   FMTLVLQQALKEANLTPQEIDLVAVTQGPGLVGSLLVGINAANVFAYTYQKPLIGVNHLLGHIYSAQIEHEI-N

BB    FMTLALQQTLKEAHLTPQEIDLVAVTQGPGLVGSLLVGINAANVFAYTYKKPLIGVNHLLGHIYSAQIEHEI-K

BBS   FMTSVLQQALKEAHLTPQEIDLVAVTQGPGLVGSLLVGINAANVFAYTYQKPLIGVNHLLGHIYSAQIEHEI-K

IOWB  FMTLVLQQALKEANITPQEIDLVAVTQGPGLVGSLLVGINAANVFAYTYQKPLIGVNHLLGHIYSAQIEHEI-K

PaWB  FMTLVLQQALKESNLTPQEIDLVAVTQGPGLAGSLLVGINAANVFAYTYQKPLIGVNHLLGHIYSAQIEHEI-N

CX    TITLILKQALEEAKTTPQEIDLVAVTQGPGLIGSLLLGINAANTFAYIHQKPLIGVNHLMGHLYSVQIKNEI-K

EY    IITLVLAEALRKAQINPREIDLVAVTQGPGLIGSLFAGVNVANTFAYIYDKPLIGVNHLIGHIYSSQIENEI-K

PnWB  VITYLLQKTFVEAKINPKNIDLVAVTQGPGLIGSLLLGVSAANTWSYIYKKPLLGVNHLMGHIYSVQIEHEI-E

APA   NITLVLEKSLKEANIQPQEIDLVAFTQGPGLIGSLLVGINCALVFGYIYKKPVIGVNHLLGHIYAAQIENEI-E

M(P)h KTLPLIQEALKEANLQPSDIDGIAYTAGPGLVGALLVGSTIARSLAYAWNVPAIGVHHMEGHLLAPMLEENAPE

Pm    KTAPLIQAALAQANLTPDEIDGIAYTSGPGLVGALLVGSTIARSLAYAWNVPAIGVHHMEGHLLAPMLEDNPPT 127


CPh   FPALVLLVSGGHTDLFYLTDHLQIKPLGTTLDDAVGEVYDKIAKKLNFPYPGGPLIDQLAQQGK-DTYHLVRPY 199

AY1   FPALVLLVSGGHTDLFYLTDHLQIKPLGTTLDDAVGEVYDKIAKNLNLPYPGGPLIDQLAQQGK-DTYHLVRPY

MBS   FPALVLLVSGGHTDLFYLTDHLQIKPLGTTLDDAVGEVYDKIAKNLNLPYPGGPLIDQLAQQGK-DTYHLVRPY

BB    FPALVLLVSGGHTDLFYLTDHLQIKPLGTTIDDAVGEVYDKIAKNLNLPYPGGPLIDQLAQQGK-DTYHLVRPY

BBS   FPALVLLVSGGHTDLFYLTDHLQIKPLGTTLDDAVGEVYDKIAKNLNLPYPGGPLIDQLAQQGK-DTYHLVRPY

IOWB  FPALVLLVSGGHTDLFYLTDHLQIKPLGTTLDDAVGEVYDKIAKSLNLPYPGGPLIDQLAQQGK-DTYHLVRPY

PaWB  FPALVLLVSGGHTDLFYLTDHLQIKPLGTTLDDAVGEVYDKIAKNLNLPYPGGPLIDQLAQQGK-DTYHLVRPY

CX    FPALALLISGGHTELIYIEDHFKMKHIGTTLDDAVGEVYDKVAKTLQLDYPGGPIIEKLSLQGK-DIFNYPRPY

EY    FPSLVLLISGGHTELFYFKDHFQIKEIGTTLDDAVGEIYDKISRTLNLGYPGGPIIEKLASKGE-NLFLFPRPY

PnWB  FPALALIVSGGHTELIYLNNHFDIQKLGATLDDAVGEVYDKVAKNLNLNYPGGPIIEKLALKGE-SVFKLTLPY

APA   FPSLVLIISGGHTELLALENYLQIKKLGFTCDDAVGEAYDKVSRILGFGYPGGPIIDELAQKGK-DIFNFVRPY

M(P)h FPFVALLISGGHTQLVKVDGVGQYELLGESIDDAAGEAFDKTGKLLGLDYPAGVAMSKLAESGTPNRFKFPRPM

Pm    FPFVALLVSGGHTQLVRVDGVGRYQLLGESIDDAAGEAFDKTAKLLGLDYPGGAALARLAEKGDPKRFKFPRPM 201


CPh   LKNDDLNFSFSGLKS---TLVNLVMKQNLKDIK--IPDLCASFQASVIDVLYEKTKRALTKYPVKQLIVTGGV 267

AY1   LKNDNLNFSFSGLKS---TLVNLVMKQNLKYIN--IPDLCASFQASVIDVLYEKTKRALTKYRAKQLIVTGGV

MBS   LKNDNLNFSFSGLKS---TLVNLVMKQNLKDIH--IPDLCASFQASVIDVLYEKTKRALNKYRAKQLIVTGGV

BB    LKNDNLNFSFSGLKS---TLVNLVMKQNLKDIN--IPDLCASFQTSVINVLCEKTKRALTKYHVKQLIVVGGV

BBS   LKNDNLNFSFSGLKS---NLVNLVMKQNLKDIN--IPDLCVSFQASVIDVLYEKTKRALTKYPVKQLIVTGGV

IOWB  LKNDNLNFSFSGLKS---TLLNLVMKQNLKDIN--IPDLCASFQASVIDVLYEKTKRALTKYHTKQLIVTGGV

PaWB  LKKDNLNFSFSGLKS---TLVNLVMKQNLKDIN--IPDLCASFQASVIDVLYEKTKRALNQYRTKQLIVTGGV

CX    LKNKNLNFSFSGLKS---KIINSIDHQKMSLQY--KSDIAASFQASITEVLVEKTQRAMKMYPVNQLLIVGGV

EY    LKNKNLNFSFSGLKS---KIINFINKRKNIDSD--INNICASFQSSVADVLITKTKRALNLYPSKELIIVGGV

PnWB  IKNNNLDFSFSGLKS---QIINLINQNSLNMSNKFIYDICASFQKVVIEVLLIKIKRALKKFPTKNLILVGGV

APA   LKNDNFNFSFSGLKS---SIFNLVSKNNFNLQE--KINICSSFQSSVIDVLVEKTKRVLKKYSFKQLIITGGV
M(P)h TDRPGLDFSFSGLKTFAANTIKANLNENGELDEQTKCDIAHAFQQAVVDTILIKCKRALEQTGYKRLVMAGGV

Pm    TDRPGLDFSFSGLKTFAANTLQQAIKEEGELTEQTKADIAYAFQQAVVETLVIKCRRALKETGFNRLVIAGGV 274
